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SEQUENCE LISTING 



< 1 10> 0!av Lanes, 

Rektor Qvigstadsg.16, 
N-9009 Iromsfl. 
Norway 

< 110> Nils PederWillasen 

Gulengveien 6, 
N-9010 Tjohisb. 
Norway 

< 1 1 0> Per Henrik Gudtlal. 

Granveien 5, 
N-3750 Drangedal, 
Norway, 

< 1 10> Dag Rune Gjellesvik 

Karl Pettereenugt 31, 
N-9009 Tromss, 
Norway 

< 120> Heat-labile uracil-DNA glycosytase, and uses thereof. 

< 13D> 1U3717/HNY 

< 150> Norwegian Patent Application No. 2000 5428 
<151> 2000-1 0-27 

< 150> Norwegian Patent Application No. 2000 0163 
<151> 2000-01 -12 

< 160> 2 

< 170> Windows 2000. Microsoft Word 7.0, 
<210;> 1 

<211> 1263 

< 212> DNA and translated protein sequence 



<213> Gadusmortiua 



<221>CDS 
<221>18..919 



gacatccgcttgcaaat at<* TTG TTC AAG 

M L F K 
1 

TTA GGG TTA TGC CAA AGA TGC ATA TCA TCA AAT CGG GTY TTA CCA GGT TTA 90 
L G I* CQRCISSNRVLPtifc 
5 10 IS 20 



CTA ATT CC.C CAA APT TTA TGT TTT TCT ASA- TTA ATG AAG ATA ACG CCC AAC 131 
L3PQTLCH' SKLMKITPK 



2S 



30 



AAA CTG AGG TCC TCA AAT GTG GAA CAA AAG ACG TCA TCG CCA CAG CTT TCA 182 
KLRSSNVRQKTSSPQLS 
40 45 50 5i) 

GTG GAG CAG CTG GAA AGA ATG GGC AAA AAT AAG AAA GCA GCG CTT GAC AAG 7.3.3 
VEQLERMAXflKKAALDK 
bO 65 70 

ATT AGA RCA AAA GCA ACG CCT GCA GGT TTC GCA GAG ACT TGG AGA AGA CAC 284 
I RAKATPAGFb'tfT WRRE 
75 90 85 



GIG GCT GCA GAG TTT GAA AAG CCA TAC TTC AAA CAR TTG ATG TCC TTT GTA 335 
LAAEFEKFYFKQLMSFV 
90 95 100 105 

fiP.T rSA? GAG AGG AGC CGT CAC ACC GTC TAC CCA CCC CCT CAT CAA GTG TAC 306 
ADBR5RHT VYPPADOVY 
110 115 120 

AGT TGG ACA GAG ATG TGT GAC ATT CAA GAT GTG AAA GTA GTG ATT CTA GGC 437 
SWTF. MCDIQDVKVVILC 
125 130 135 140 

CAG GAC CCT TAC CAC GGT CCC AAC CAA GCA CAT GGA CTC TGT T?C ACT CTG 46* 
QDPYHG?NQASGLCF5V 
145 150 155 

CAA AAG CCA GTT CCC CCT CCC CCC AGT CTC GTG AAC ATA TAC AAA GAA TTG 539 
QKPVPPPPSLVNIYKEL 
150 165 170 

TGT ACC GAC ATT GAT GGC TTC AAG CAT CCT GGA CAT GGA GAT CTA AGC GGA 590 

CTDI DGFKHPGHGDLSG 
170 180 135 130 

TGG GCA AM CAA tiW t>TG CTG CTG CTT AAC GCG GTG CTG ACC GTG finr. fl<n 
WAKQCVLLLNAVLTVRA 
i!K> 200 ?ftS 



i 



3 



CAT CAG tiUC MC TCC CAC AAG GAC AGA GGC TGG GAG ACC "TC ACC GAC GCT 692 
HQANSIIKDRGWETFTDA 
iilU 215 220 225 

gtc atc 5 ag tgg cm agc gtc aac cgg gm gga ctc gtt ttc ctg ttg tgg 74 3 
vikwlsvnkegvvfllw 

230 235 240 

GGC TCA TAC GCC CAT AAG AAG GGA GCG ACC ATC GAC AGG AAA Ctrl' CAC CAT /94 " 

SSYAHTTKCA^IDRKRHH 
245 250 25$ 



CTC TTC CAA GCT GTT CiXT CCA TCT CCT TTC TCT CCT CAT CCT GGG TTC CTT 045 

V j Q A V H P3FLSAHRGFL 
260 265 210 275 

CCT TCT AAG CAC TTC TCC AAG GCT AAC GGG CTG CTG AAA CTA TCT GGG ACb 8S6 
GCKHFSrCAHGLLKLSCT 
260 285 2b»0 

GAG CCT ATA AAC TGG AGA GCA CTC TAA ctctttatgr±grat*At*ni-gtt 947 
EPINWHAL* 
29b 300 

aactgt.tttaagat-fjaacateacdctatattttctacagettttccaagtt 998 
caaacuddLcLal^iigcTifLaatrtgt cttttggaatgatqctqcZ'CTltgg 104 9 
^•ggtttEagafcarttEaaacactttaceactctgcoatgttgacrcatc^ 1100 

^cagtcaatataacttccacaacttgaacaaaaatgttattttataattga 1 ' 51 

ztatattctgfcacattnaagattgzttbtttcccdggctgttLcaLdyyL* 1202 

Ctaggatattaaactgttattaacctatttt'.ncflhg^fgtcsactgcrtiaa 1253 

gtttttatgcagaaataaattatatallLd 1283 



<210> 2 



<211> 1355 



< 212> DNA and translated protein 1 sequence 



<213> Gadusmvrhua 



< 11\> CDS 
<221>89.,992 



gatggtttaggaggatagtactztgacacrggttagcgaaggggaaaacg 



50 



gagttattgtgcatatcgttttagccctccgtttaaaaa ATG ATT GGT CAA 101 

M I G Q 
1 

CAC, CAT ATC AAC TCT TTC TTC TCA CCA GTT TCA AAA AAC AGA GTT TCA AAG 152 
QHIWSFFSFVSKKRVSK 
5 ™ IS 20 



4 



GAA TTA GGT AAA ACC GAA MC CAT CCC CM GAA GTT CAG ATA ACG CCG AAG 203 
ELCiKTEKHAEEVQTTPK 
25 30 35 

AAA CXU TCC TCA AAT GTG GAA CM AAG ACG TCA TCG ffift CAG CTT TCA 254 
KLRS3KVKQKT55PQLS 
40 45 50 55 

GTG GAG CAG CTG GAA ACA ATC CCC AAA AAT AAG AAA GCA GCG CTT GAC AAG 305 
VGQLERMAKNKKAALDK 
60 65 70 

ATT AGA GCA AAA GCA ACG CCT GCA GGT TTC GGA tiAtj ACT TGG AGA AGA GAG 356 
T R A K A T PAGFGBtfWRRE 
75 80 85 

CTG CCT CCA CAC TTT CAA AAG CCA TAG TIC AAA CAA TTG ATG TCC TTT GTA 407 
h AAEFEKBYFKQLMSfi'V 
90 95 100 105 

GCT GAT GAG AGG AGC CGI' CAC ACC GTC TAG CCA CCG GCT GAT CAA GTG TAC 458 

UU 115 1?.0 

AGT TGG ACA GAG ATG TGT RAH ATT CAA GAT GTG AAA GTA GTG ATT CTA GGC SO 9 
GWTBMCDIQDVKVVi.bG 
125 130 135 140 

CAG GAC CC? TAC CAC GGT CCC AAC CAA CCA CAT GGA CTC TGT TTC AGT GTG 560 
QDP*HGFKGABGIiC?SV 
14S 150 155 

CAA AAG CCA GTT CCC CCT CCC CCC AGT CTC GTS AAC ATA TAC AAA GAA TTG fell 
QKPVPPPFSLVNIVKEL 
160 165 170 

TGT ACC GAC ATT GAT GGC TTC AAG CAT CCT GGA CAT GGA HA" CTA AGC GGA 662 

CTDXDGFKHPGHGDL5G 
175 180 185 190 

TGG flfSR AAA CAA GGG GTG CTG CTG CTT AAC GCC GTG- CTC ACC CTC CGC GCC 713 
WAKQQVLLLNAVLTVRA 
195 200 205 

CAT CAC CCC AAC TCC CAC AAG GAC AGA GGC TGG GAG ACC TTC ACC GAC GCT 764 
HQANS'HKDRGWETFTDA 
210 215 220 225 

GTG ATC AAG TGG CTG AGC bl'C AAC COG GAA GGA GTG GTT TTC (7PG TTfi TGG 815 
VIKWLSVNREGVVFLLW 
230 235 240 

GGC TCA TAC GCC CAT AAG AAG GGA GCG ACC ATC GAC AGG AAA CGT CAC CAT 856 
GSYAHKKGAT IDRECRHH 
245 250 255 

GTC TTG CAA CCT CTT CAT CCA TCT CCT TTG TCT GCT CAT CGT GGG TTC CTT 917 
VLQAVH PSPLSAHRGFL 
2G0 265 270 21b 

GGT TGT AAG CAC TTC TCC AAG GCT AAC GGG CTG CTG AAA CTA TCT GGG ACG 968 
CCKHFSKANGLIiKLSGT 



280 



285 



GAG CCT ATA AAC TGG AGA GCA CTC TAA ntr.tttatgetgccttatact: 
EPINWRAL* 
«S 300 

•dactgLtttaagatgaacatcacactatattccctacaqcttttccaagtt 1070 

caaagcaatctataagctttcatttgtcttttggaatgatgcfcgcttttgg 1121 

tcggttttagatacttaaaacactttacr.act-.nf.frnnat-gti-gactoatgt 1172 

tcagtCGQtataactttcacadcLLgdci^ciddcicilgctattttat3attga 1223 

ttatattt:ft0f flr.afta^fiaattgt-tttttcccaggctgtt'Ccafcaggta 127-3 

ci-aygdLdLLciciauLgttattaacotattttccatgatqtcaactgctcaa 132b 
gtttttatgcagaaataaafetatatattta 3.353 



